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NC 000008 18 bp DNA linear CON 17-AUG-2020
Homo sapiens chromosome 8, GRCh38.pl3 Primary Assembly.

NC 000008 REGION: 63648346..63648363

NC 000008.11

BioProject: PRJNA1GS

Assembly: GCF 000001405.39
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Nature 409 (6822), 860-921 (2001)

11237011

Erratum: [Nature 2001 Aug 2;412(6846) :565]

REFSEQ INFORMATION: The reference sequence is identical to

CM000670.2.

On Feb 3, 2014 this sequence version replaced NC 000008.10.
Assembly Name: GRCh38.pl3 Primary Assembly

The DNA sequence is composed of genomic sequence, primarily

finished clones that were sequenced as part of the Human Genome
Project. PCR products and WGS shotgun sequence have been added
where necessary to fill gaps or correct errors. All such additions
are manually curated by GRC staff. For more information see:
https://genomereference.orqg.

##Genome-Annotation-Data-START##

Annotation Provider :: NCBI

Annotation Status :: Updated annotation

Annotation Name :: Homo sapiens Updated Annotation
Release 109.20200815

Annotation Version :: 109.20200815

Annotation Pipeline :: NCBI eukaryotic genome annotation
pipeline

Annotation Software Version :: 8.5

Annotation Method :: Best-placed RefSeq; propagated
RefSeg model

Features Annotated :: Gene; mRNA; CDS; ncRNA

##Genome-Annotation-Data-END##
Location/Qualifiers
1..18
/organism="Homo sapiens"
/mol type="genomic DNA"
/db xref="taxon:9606"
/chromosome="8"
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